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(7) »HFP7-143881 
11 12 
GTA TGC CCC AAT GAA AAC CTC CAT CTG CAA GGA CTT GGT TTC CAA GGA 1101 
Val Cys Pro Asn Glu Asn Leu His Leu Gin Gly Leu Gly Phe Gin Gly 

275 280 285 

CCC GTC CCC CGA GGT GTT GCA CCG GTA AAG CAA CTT ACC GAA TGG GGA 1149 
Pro Val Pro Arg Gly Val Ala Pro Val Lys Gin Leu Thr Glu Trp Gly 

290 295 300 

ATT CCA GTA AGT TTT TGC CAG GAC TCA CTC AAT GAC CCC TTC TAC CCC 1197 
He Pro Val Ser Phe Cys Gin Asp Ser Leu Asn Asp Pro Phe Tyr Pro 
305 310 315 320 

ATG GGC GAT GGA GAT CTA CTC CGC ATT CTC GAT TCT GGA TTA CAC GTG 1245 
Met Gly Asp Gly Asp Leu Leu Arg He Leu Asp Ser Gly Leu His Val 

325 330 335 

TCC CAC ATG CTC ACA GCC AGC CAC TTG AAG AAT GCA CTA TCG TTC ATC 1293 
Ser His Met Leu Thr Ala Ser His Leu Lys Asn Ala Leu Ser Phe lie 

340 345 350 

ACC ACC AAT CCA GCC GGA AAC CTA GGC CTG GAC AAT TAC GAC ATT GCA 1341 
Thr Thr Asn Pro Ala Gly Asn Leu Gly Leu Asp Asn Tyr Asp He Ala 

355 * 360 365 

GAA AAC TCC CCG GCG AAC CTG CTG GTT CTT GAT GCG AGC AGC GAG AAG 1389 
Glu Asn Ser Pro Ala Asn Leu Leu Val Leu Asp Ala Ser Ser Glu Lys 

370 375 380 

GAA GCT GTA CAA AGA AAA GCT TCC GTA CTT TGAGCATCCA CCGCGGCAAA 1439 
Glu Ala Val Gin Arg Lys Ala Ser Val Leu 
385 390 

AAGGTGCTCT CCAGGGAGCC CGAACAGGTG GACTGGAACA TCTAACAGCC CAGTTGGGCC 1499 
TCCTTAAATT TTGTGGCACT CCCCACATTT CTATCAATCT ATAGAAAGTA TGACTTAAGT 1559 
CGATTTTGCA AGTTTCTATA GATTGATAGA AA 1591 
[0036] E?iJ#^ : 2 : S&M 

i^ijoAs : 3 9 4 mm 

E*flOS:75y& 30 : >ty)VX ■ XXb°-/(Bacillus sp.) 

HKo^-rSfctt * ft£:CNI-136 5 

mn 

Val Arg He Thr Asn Ala Gin Val Lys Asn Tyr Ala Glu Leu Val Asp 

15 10 15 

lie Thr He Glu Gly Glu Arg He Ser Thr lie Thr Pro Ser Ala Leu 

20 25 30 

Arg Pro Glu Glu Asp Arg Arg Ala Asp Asp Tyr Asp Ala Ala Gly Arg 

35 40 45 

Leu Val Ser Pro Gin Phe Ala Glu Ala His He His Leu Asp Tyr Ala 

50 55 60 

Asn Thr Ala Gly Val Pro Arg Glu Asn Ser Ser Gly Thr Leu Phe Glu 
65 70 75 80 

Ala He Glu He Trp Ala Asp Arg Lys Thr Gin Gly Phe His He Lys 

85 90 95 

Glu Asp He Lys Ala Lys Ala Leu Gin Ala Ala Arg Arg Ala Ala Glu 

100 105 110 

His Gly Val Gly Phe lie Arg Thr His Val Asp Val Thr Asp Pro Thr 

115 120 125 

Phe Ala Gly Phe Glu Ala He Ala Glu Leu Arg Asp Glu Val Arg Glu 
130 135 140 
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Trp Cys Asp He Gin He Val Ala Phe Pro Gin Asn Gly He Tyr Ala 
145 150 155 160 

Tyr Glu Gly Gly Gin Lys Leu lie Ser Asp Ala Met Ser Ala Gly Ala 

165 170 175 

Asp Val Val Gly Gly He Pro His Leu Glu Pro Thr Arg Asp Asp Gly 

180 185 190 

Val Glu Ser Val Lys Trp Leu Phe Asp Leu Ala Glu Lys His Ser Ala 

195 200 205 

Pro He Asp He His Thr Asp Glu He Asp Asp Pro His Ser Arg Phe 

210 215 220 

Val Glu Val Leu Ala Ala Glu Ala Ala Lys Arg Asp Met Gly Ala Gin 
225 230 235 240 

Thr Val Val Ser His Ser Val Ala Met Ala Tyr Tyr Ser Pro Gly Tyr 

245 250 255 

Met Ala Arg Leu Leu Pro Lys Leu Ala Ala Ser Lys Val Arg Phe Ala 

260 265 270 

Val Cys Pro Asn Glu Asn Leu His Leu Gin Gly Leu Gly Phe Gin Gly 

275 280 285 

Pro Val Pro Arg Gly Val Ala Pro Val Lys Gin Leu Thr Glu Trp Gly 

290 295 300 

He Pro Val Ser Phe Cys Gin Asp Ser Leu Asn Asp Pro Phe Tyr Pro 
305 310 315 320 

Met Gly Asp Gly Asp Leu Leu Arg He Leu Asp Ser Gly Leu His Val 

325 330 335 

Ser His Met Leu Thr Ala Ser His Leu Lys Asn Ala Leu Ser Phe He 

340 345 350 

Thr Thr Asn Pro Ala Gly Asn Leu Gly Leu Asp Asn Tyr Asp He Ala 

355 360 365 

Glu Asn Ser Pro Ala Asn Leu Leu Val Leu Asp Ala Ser Ser Glu Lys 

370 375 380 

Glu Ala Val Gin Arg Lys Ala Ser Val Leu 
385 390 
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Asp Pro Phe Tyr Pro Xaa 
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